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179 Asp Arg Glu Arg Leu Glu Leu Lys Leu Thr Pro Ser Ala lie Phe Asp 

180 595 600 605 

183 Arg Asn Arg Lys Asp Glu Leu Pro Arg Leu Gin Leu Glu Trp lie Asp 

184 610 615 620 

187 Ser lie Cys Met Pro Leu Tyr Gin Ala Leu Val Lys Val Asn Val Lys 

188 625 630 635 640 

191 Leu Lys Pro Met Leu Asp Ser Val Ala Thr Asn Arg Ser Lys Trp Glu 

192 645 650 655 

195 Glu Leu His Gin Lys Arg Leu Leu Ala Ser Thr Ala Ser Ser Ser Ser 

196 660 665 670 

199 Pro Ala Ser Val Met Val Ala Lys Glu Asp Arg Asn 

200 675 680 

203 <210> SEQ ID NO: 2 

204 <211> LENGTH: 2078 

205 <212> TYPE: DNA 

206 <213> ORGANISM: Homo sapiens 

208 <400> SEQUENCE: 2 

209 ggtccgagat gctgaagcag gcaagaagac ctttattcag aaatgtgctc agtgccacac 60 
211 agtggaaaaa ggtgaaaatc acaagactgg tccaaatctc tggggcctct ttggctgaaa 120 
213 aacaggaaaa gcaccaggat tttcttatac agaggcaaac aaaaacaaag gatcgacgat 180 
215 tcaatgatga aatcgacaag ctgactggat acaagacaaa atcattattg tgcatgccta 24 0 
217 tccgaagcag tgatggtgag attattggtg tggcccaagc gataaataag attcctgaag 300 
219 gagctccatt tactgaagat gatgaaaaag ttatgcagat gtatcttcca ttttgtggaa 360 
221 tcgccatatc taacgctcag ctctttgctg cctcaaggaa agaatatgaa agaagcagag 420 
223 ctttgctaga ggtggttaat gacctctttg aagaacagac tgacctggag aaaattgtca 480 
225 agaaaataat gcatcgggcc caaactctgc tgaaatgtga gcgctgttct gttttactcc 54 0 
227 tagaggacat cgaatcacca gtggtgaaat ttaccaaatc ctttgaattg atgtccccaa 600 
229 agtgcagtgc tgatgctgag aacagtttca aagaaagcat ggagaaatca tcatactccg 660 
231 actggctaat aaataacagc attgctgagc tggttgcttc aacaggcctt ccagtgaaca 720 
233 tcagtgatgc ctaccaggat ccgcgctttg atgcagaggc agaccagata tctggttttc 780 
235 acataagatc tgttctttgt gtccctattt ggaatagcaa ccaccaaata attggagtgg 840 
237 ctcaagtgtt aaacagactt gatgggaaac cttttgatga tgcagatcaa cgactttttg 900 
239 aggcttttgt catcttttgt ggacttggca tcaacaacac aattatgtat gatcaagtga 960 
241 agaagtcctg ggccaagcag tctgtggctc ttgatgtgct atcataccat gcaacatgtt 1020 
243 caaaagctga agttgacaag tttaaggcag ccaacatccc tctggtgtca gaacttgcca 1080 
245 tcgatgacat tcattttgat gacttttctc tcgacgttga tgccatgatc acagctgctc 114 0 
247 tccggatgtt catggagctg gggatggtac agaaatttaa aattgactat gagacactgt 1200 
24 9 gtaggtggct tttgacagtg aggaaaaact atcggatggt tctataccac aactggagac ' 1260 
251 atgccttcaa cgtgtgtcag ctgatgttcg cgatgttaac cactgctggg tttcaagaca 1320 
253 ttctgaccga ggtggaaatt ttagcggtga ttgtgggatg cctgtgtcat gacctcgacc 1380 
255 acaggggaac caacaatgcc ttccaagcta agagtggctc tgccctggcc caactctatg 144 0 
257 gaacctctgc taccttggag catcaccatt tcaaccacgc cgtgatgatc cttcaaagtg 1500 
259 agggtcacaa tatctttgct aacctgtcct ccaaggaata tagtgacctt atgcagcttt 1560 
261 tgaagcagtc aatattggca acagacctca cgctgtactt tgagaggaga actgaattct 1620 
263 ttgaacttgt cagtaaagga gaatacgatt ggaacatcaa aaaccatcgt gatatatttc 1680 
265 gatcaatgtt aatgacagcc tgtgaccttg gagccgtgac caaaccgtgg gagatctcca 1740 
267 gacaggtggc agaacttgta accagtgagt tcttcgaaca aggagatcgg gagagattag 1800 
269 agctcaaact cactccttca gcaatttttg atcggaaccg gaaggatgaa ctgcctcggt 1860 
271 tgcaactgga gtggattgat agcatctgca tgcctttgta tcaggcactg gtgaaggtca 1920 
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1 iir 


Asp 


Leu 


Thr 


Leu 


iyr 


Pho 


m n 

vj X U. 


rtx y 


nl y 


X 11X 


V3XU 


Phe 


Phe 


Glu 


Leu 




*3 Q O 
jjl 








420 










A? S 
ft ^ j 










430 








•JQC 


Val 


Cor 


Lys 


Gly 


Glu 


iyr 


nop 


T m 

ixp 


nsli 


T 1 P 

IXC 


Xj _y 0 


Asn 


His 


Arg 


Asp 


He 




jyo 






A ^ 

7 J J 










A A n 

ft ft u 










445 












rile 


Arg 


Ser 


Met 


Leu 




T h -r 


Ala 
rVXCl 




Aon 


T.on 
Xj u. 


\d x _y 


Ala 
nXQ 


Va 1 

V Cl X 


Thr 


Lys 




4UU 




A Kf\ 
4DU 










A ^ R 










ft D VJ 












A n "3 


Pro 


Trp 


C 1 11 


He 


Ser 


Arg 


VJ Xll 


VQl 


Ala 

rYX CL 


VJJ.U 


T.on 


V CL X 


J. 11X 


Cp-r 
OCX 


Glu 


Phe 






A £ ^ 
40 J 










A70 
ft / u 










A7^ 
ft / 










480 




a n 7 


Phe 


Glu 


Gin 


Gly Asp 


rVX y 


ni n 


A ttt 

Axg 


T.on 




XjCLL 




Leu 


Thr 


Pro 


Ser 




a n ft 
4 u 0 










485 










** \j 










495 






4 ± x 


Ala 


He 


Phe 


Asp 


Arg 


Asn 


Arg 


xiy 0 






T.on 


C X 


Arg 


Leu 


Gin 


Leu 




A 1 0 
ft ± Z 








500 










505 










510 








ft _L J 


Glu 


Trp 


He 


Asp 


Ser 


He 


Cys 


Met 


Pro 


Leu 


xyx 


Gin 


Ala 


Leu 


Val 


Lys 




ft J. 0 






515 










520 










525 










ft j. j 


Val 


Asn 


Val 


Lys 


Leu 


Lys 


Pro 


Met 


Leu 


Asp 


Ser 


Val 


Ala 


Thr 


Asn 


Arg 




A 90 

ft Z VJ 




530 










535 










540 












A 9 7 
ft z 0 


Ser 


Lys 


Trp 


Glu 


Glu 


Leu 


His 


Gin 


Lys 


Arg 


Leu 


Leu 


Ala 


Ser 


Thr 


Ala 




A 9 A 

ft Z ft 


545 










550 










555 










560 




A 97 
ft z / 


Ser 


Ser 


Ser 


Ser 


Pro 


Ala 


Ser 


Val 


Met 


Val 


Ala 


Lys 


Glu 


Asp 


Arg 


Asn 




A 9 ft 
ft z 0 










565 










570 










575 






All 
ft 0 j. 


<210> SEQ ID NO: 


: 4 


























A 7 9 
ft .5 Z 


<211> LENGTH: 1925 


























A 1 7 
ft 0 0 


<212> TYPE: 


DNA 




























A 7 A 
ft J ft 


<213> ORGANISM: 


Homo sapiens 




















A 7 fi 
ft J D 


<400> SEQUENCE: 


4 


























4. 77 
ft J / 


gcaataggaa 


gecatggaac agecagaaag 


gttatgeaga 


tgtatcttcc 


attttgtgga 


60 


439 


atcgccatat 


ctaacgctca getctttget 


gectcaagga 


aagaatatga 


aagaagcaga 


120 


441 


gctttgctag 


aggtggttaa tgacctcttt 


gaagaacaga 


ctgacctgga 


gaaaattgtc 


180 


443 


aagaaaataa 


tgeateggge ccaaactctg 


ctgaaatgtg 


aacgctgttc 


tgttttactc 


240 


445 


ctagaggaca 


tcgaatcacc agtggtgaaa 


tttaccaaat 


cctttgaatt 


gatgtcccca 


300 


447 


aagtgcagtg 


ctgatgctga gaacagtttc 


aaagaaagca 


tggagaaatc 


atcatactcc 


360 


449 


gactggctaa 


taaataacag cattgetgag 


ctggttgctt 


caacaggcct 


tccagtgaac 


420 


451 


atcagtgatg 


cctaccagga tccgcgcttt 


gatgeagagg 


cagaccagat 


atctggtttt 


480 


453 


cacataagat 


ctgttctttg tgtccctatt 


tggaatagca 


accaccaaat 


aattggagtg 


540 


455 


gctcaagtgt 


taaacagact tgatgggaaa 


ccttttgatg 


atgeggatea 


acgacttttt 


600 


457 


gaggcttttg 


tcatcttttg tggacttggc 


atcaacaaca 


caattatgta 


tgatcaagtg 


660 


459 


aagaagtcct 


gggecaagea gtctgtggct 


cttgatgtgc 


tatcatacca 


tgcaacatgt 


720 


461 


tcaaaagctg 


aagttgacaa gtttaaggca 


gccaacatcc 


ctctggtgtc 


agaacttgee 


780 
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